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Tabelle 1

Class name Soma area [µm2] Territory area [µm2] Primary branches

Ramified 76.438 2152.374 5

Reactive 105.694 1751.998 5
Amoeboid 115.508 408.705 4
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Mouse genome 
informatics 
(MGI) ID

Gene 
symbol Full gene name Log2 fold change P-value

Regulation 
related to 

control
Relevant gene annotation Reference

MGI:97451 Otx2 orthodenticle 
homeobox 2

-3.358 0.044 Axon guidance, cell di erentiation, 
cell fate commitment, neuron fate 
commitment, neuron fate 
determination, neuron fate 
specification, oligodendrocyte 
di erentiation

GO_REF:0000096, PMID:26494787, 
PMID:15105370, PMID:16339193,
PMID:26166575, PMID:19592574, 
PMID:19592574, PMID:15888661, 
PMID:26166575, PMID:26166575

MGI:1339364 Muc2 mucin 2 -1.51 0.034 pos. regulation of apoptotic process, 
neg. regulation of cell migration, neg. 
regulation of cell population 
proliferation

PMID:11872843, PMID:11872843, 
PMID:11872843

MGI:96817 Lox lysyl oxidase -1.494 0.040 cellular response to chemokine, reg. 
of apoptotic process 

PMID:18586678, PMID:28538980

MGI:96434 Igf2 insulin-like growth 
factor 2

-1.402 0.019 memory GO_REF:0000096

MGI:107742 Stra6 stimulated by retinoic 
acid gene 6

-1.174 0.033 cognition, learning GO_REF:0000096, GO_REF:0000096
MGI:97902 Ret ret proto-oncogene -1.082 0.033 glial cell-derived neurotrophic factor 

receptor signaling pathway
GO_REF:0000096

MGI:108037 Vegfd vascular endothelial 
growth factor D

1.058 0.037 positive regulation of interleukin-6 
production

GO_REF:0000096

MGI:98257 Msr1 macrophage 
scavenger receptor 1

1.156 0.020 endocytosis GO_REF:0000004

MGI:99841 Htr7 5-hydroxytryptamine 
(serotonin) receptor 7

1.348 0.017 dopaminergic neuron di erentiation, 
G protein-coupled receptor activity, 
neuronal cell body

GO_REF:0000096, 
GO_REF:0000002, GO_REF:0000096

MGI:96428 Ifi203 interferon activated 
gene 203

1.512 0.022 activation of innate immune 
response, pos. regulation of IL-1 beta 
production

GO_REF:0000096

MGI:1100525 Nmbr neuromedin B 
receptor

1.715 0.044 G protein-coupled receptor activity GO_REF:0000004

MGI:97010 Mmp3 matrix 
metallopeptidase 3

2.558 0.016 neg. regulation of hydrogen peroxide 
metabolic process, pos.  regulation of 
oxidative stress-induced cell death, 
innate immune response

GO_REF:0000096, PMID:20969476, GO_REF:0000004

 = up-regulated,  = down-regulated
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